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	position
	642-648
	688-694

	Human
	AGCACaa

0.985, 0.966
	AGCGGgg

0.830, 0.749

	Chimp
	AGCACga

0.985, 0.909
	AGGGGgc
0.513, 0.504


 (A) A sequence logo of the DBP binding site weight matrix (TRANSFAC matrix V$DBP_Q6).
(B) A table showing the human and chimpanzee sequences at each of the putative binding sites, and the core p-value (left) and matrix p-value (right) outputted by MATCH (see methods).

